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4 <110> APPLICANT; Gately et al . 

6 <120> TITLE OF INVENTION: PURIFICATION AND CHARACTERIZATION OF CYTOTOXIC 

7 LYMPHOCYTE MATURATION FACTOR AND MONOCLONAL 

8 ANTIBODIES THERETO 

10 <130> FILE REFERENCE: 1803-247 

12 <140> CURRENT APPLICATION NUMBER: 09/401,839 

13 <141> CURRENT FILING DATE: 1999-09-22 
15 <160> NUMBER OF SEQ ID NOS : 34 

17 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 306 

21 <212> TYPE: PRT 

22 <213> ORGANISM: Homo sapiens 
24 <400> SEQUENCE: 1 
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121 Gin Gly Val Thr Cys Gly Ala Ala Thr Leu Ser Ala Glu Arg Val Arg 

122 170 175 180 

124 ggg gac aaa caa gga tat gag tac tea gtg gag tgc cag gag gac agt 6 31 

125 Gly Asp Lys Gin Gly Tyr Glu Tyr Ser Val Glu Cys Gin Glu Asp Ser 

126 185 190 195 

128 gcc tgc cca get get gag gag agt ctg ccc att gag gtc atg gtg gat 679 

129 Ala Cys Pro Ala Ala Glu Glu Ser Leu Pro lie Glu Val Met Val Asp 

130 200 205 210 

132 gcc gtt cac aag etc aag tat gaa aac tac ace age age ttc tte ate 727 

13 3 Ala Val His Lys Leu Lys Tyr Glu Asn Tyr Thr Ser Ser Phe Phe He 
134 215 220 225 

136 agg gac ate ate aaa cet gac cca ccc aag aac ttg eag etg aag cca 775 

137 Arg Asp He He Lys Pro Asp Pro Pro Lys Asn Leu Gin Leu Lys Pro 

138 230 235 240 245 

140 tta aag aat tct egg cag gtg gag gtc age tgg gag tae cet gac acc 823 

141 Leu Lys Asn Ser Arg Gin Val Glu Val Ser Trp Glu Tyr Pro Asp Thr 

142 250 255 260 

144 tgg agt act cca cat tec tac ttc tee etg aca ttc tgc gtt cag gtc 871 

14 5 Trp Ser Thr Pro His Ser Tyr Phe Ser Leu Thr Phe Cys Val Gin Val 
146 265 270 275 

148 eag ggc aag age aag aga gaa aag aaa gat aga gtc ttc acg gac aag 919 

14 9 Gin Gly Lys Ser Lys Arg Glu Lys Lys Asp Arg Val Phe Thr Asp Lys 

150 280 285 290 

152 acc tea gee aeg gtc ate tgc cgc aaa aat gcc age att age gtg egg 967 

153 Thr Ser Ala Thr Val lie Cys Arg Lys Asn Ala Ser He Ser Val Arg 

154 295 300 305 

156 gee eag gac cgc tac tat age tea tct tgg age gaa tgg gca tct gtg 1015 

157 Ala Gin Asp Arg Tyr Tyr Ser Ser Ser Trp Ser Glu Trp Ala Ser Val 

158 310 ^ ^ 315 320 325 

160 ccc tgc agt taggttetga teeaggatga aaatttggag gaaaagtgga 1064 

161 Pro Cys Ser 

164 agatattaag caaaatgttt aaagacacaa cggaatagac ccaaaaagat aatttetatc 1124 

165 tgatttgett taaaaegttt ttttaggatc acaatgatat ctttgctgta tttgtatagt 1184 

166 tagatgetaa atgcteattg aaacaatcag ctaatttatg tatagatttt ceagetetea 1244 

167 agttgeeatg ggecttcatg ctatttaaat atttaagtaa tttatgtatt tattagtata 1304 

168 ttactgttat ttaacgtttg tctgccagga tgtatggaat gttteatact cttatgacct 1364 

169 gatceatcag gatcagtccc tattatgeaa aat 1397 

171 <210> SEQ ID NO: 3 

172 <211> LENGTH: 328 

173 <212> TYPE: PRT 

174 <213> ORGANISM: Homo sapiens 

176 <400> SEQUENCE: 3 

177 Met Cys His Gin Gin Leu Val He Ser Trp Phe Ser Leu Val Phe Leu 

178 15 10 15 

179 Ala Ser Pro Leu Val Ala He Trp Glu Leu Lys Lys Asp Val Tyr Val 

180 20 25 30 

181 Val Glu Leu Asp Trp Tyr Pro Asp Ala Pro Gly Glu Met Val Val Leu 

182 35 40 45 

183 Thr Cys Asp Thr Pro Glu Glu Asp Gly He Thr Trp Thr Leu Asp Gin 
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<210> SEQ ID 


NO: 


4 

























221 <211> LENGTH: 856 

222 <212> TYPE: DNA 

223 <213> ORGANISM: Homo sapiens 

225 <220> FEATURE: 

226 <221> NAME/KEY: CDS / f 

227 <222> LOCATION: ( 17 0 ) . . . ( 82 6 ) 

229 <400> SEQUENCE: 4 

230 gaattcccag aaagcaagag accagagtcc cgggaaagtc ctgccgcgcc tcgggacaat 60 

231 tataaaaatg tggccccctg ggtcagcctc ccagccaccg ccctcacctg ccgcggccac 120 

232 aggtctgcat ccagcggctc gccctgtgtc cctgcagtgc cggctcagc 'Satg tgt cca 178 
2 33 Met Cys Pro 

234 1 

2 36 gcg cgc age etc etc ctt gtg get acc ctg gtc etc ctg gac cac etc 226 
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tec 


ctt 


gaa 


gaa 


ccg 


gat 


ttt 


tat 


aaa 


act 


aaa 


ate 


aag 


etc 


754 


281 


Lys 


Ser 


Ser 


Leu 


Glu 


Glu 


Pro 


Asp 


Phe 


Tyr 


Lys 


Thr 


Lys 


He 


Lys 


Leu 




282 


180 










185 










190 










195 




284 


tgc 


ata 


ctt 


ctt 


cat 


get 


ttc 


aga 


att 


egg 


gca 


gtg 


act 


att 


gac 


aga 


802 


285 


Cys 


He 


Leu 


Leu 


His 


Ala 


Phe 


Arg 


He 


Arg 


Ala 


Val 


Thr 


He 


Asp 


Arg 




286 










200 










205 










210 






288 


gtg 


acg 


age 


tat 


ctg 


aat 


get 


tee^ taaaaagcga ggtccctcca aaccgttgtc 


856 


289 


Val 


Thr 


Ser 


Tyr 


Leu 


Asn 


Ala 


Ser 




















290 








215 




























293 


<210> SEQ ID 


NO: 


5 


























294 


<211> LENGTH; 


: 219 


























295 


<212> TYPE: PRT 




























296 


<213> ORGANISM: Homo 


sapiens 






















298 


<400> SEQUENCE: 5 


























299 


Met 


Cys 


Pro 


Ala 


Arg 


Ser 


Leu 


Leu 


Leu 


Val 


Ala 


Thr 


Leu 


Val 


Leu 


Leu 




300 


1 








5 










10 










15 






301 


Asp 


His 


Leu 


Ser 


Leu 


Ala 


Arg 


Asn 


Leu 


Pro 


Val 


Ala 


Thr 


Pro 


Asp 


Pro 






Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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L 


351 


M 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


6 


L 


353 


M 


341 


w 


(46). 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


IDft 


6 


L 


387 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


9 


L 


403 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


10 


L 


468 


M 


341 


w 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


16 


L 


482 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


17 


L 


500 


M 


341 


w 


(46) 


n j^H 


or 


"Xaa" 


used/ 


for 


SEQ 


ID# 


18 


L 


502 


M 


341 


w 


(46) 


" n" 


or 


"Xaa" 


used, 


for 


SEQ 


IDIt 


18 


L 


520 


M 


341 


w 


(46) 


" n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


19 


L 


552 


M 


341 


w 


(46) 


" n" 


or 


"Xaa" 


used/ 


for 


SEQ 


ID# 


22 


L 


570 


M 


341 


w 


(46) 


" n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


23 


L 


599 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


25 


L 


617 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


26 


L 


632 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


27 


L 


673 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used. 


for 


SEQ 


ID# 


30 


L 


688 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


31 
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